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PTS sugars immediately induce mutations of the
catabolite repressor/activator Cra in Escherichia colf

lacking HPr (Environmental Microbiology, Under
revision)
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1. Genomic characterization of four Escherichia coli
strains isolated from oral lichen planus biopsies
(Journal of Oral Microbiology, 2021)
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a 1500 D: Cell cycle control, cell division, chromosome partitioning
5.1 M: Cell wall/membrane/envelope biogenesis
1000 71 N: Cell motility
72 O: Post-translational modification, protein turnover, and
800 > chaperones
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T: Signal transduction mechanisms
U: Intracellular trafficking, secretion, and vesicular transport
W: Extracellular structures
’ Y: Nuclear structure
o lal=llln, LM A
v A: RNA processing and modification
ODMNOTUVWYZABJKLCEFGHI PQRSX B:Chromatin structure and dynamics
K: Transcription
L: Replication, recombination, and repair
E: Amino acid transport and metabolism
F: Nucleotide transport and metabolism
H: Coenzyme transport and metabolism
I: Lipid transport and metabolism
Q: Secondary metabolites biosynthesis, transport, and
catabolism
S: Function unknown
X: Not matched to the database

400 V: Defense mechanisms
Z: Cytoskeleton
Clusters of Or Group (COG) categories ribosomal structure, and biogenesis
b C: Energy production and conversion
G: Carbohydrate transport and metabolism
P: Inorganic ion transport and metabolism
R: General function prediction only
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2. Structural insight into glucose repression of the
mannitol operon (Scientific Reports, 2019)
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1. Effect of Clostridium butyricum on High Fat Diet-
induced Intestinal Inflammation and Short Chain Fatty
Acids (Plos One, Under revison)
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2. Changes in Cecal Microbiota and Short—chain Fatty
Acid During Lifespan of the Rat (Journal of
Neurogastroenterology and Motility, 2021)

Ol HA-0AE Rat 2= 0ISol W& 0ld=2

b Cot0ll 2/ESt=EA HEE ZAMSLICH



6wk

A * 31wk
vk 4000 Kruskal-Wallls test: £ = 0.333
. 2yr
g - €
-1 AN 2 3000
e ’ | >
2 P ) "2 2000 .
& [ g -
=g . 3
£ 1000
- S
2y
0 . - - -
1t PC (14.951%) Bwk 31wk T4 wk 2yr
C 4000 Kruskal-Wallis test: P = 0.421 D & Kruskal-Wallis test: £ = 0.693
NS NS
3000 - A
' 5 2
) 2
1000
ol — . . — ] . - . -
6wk 31wk 74 wk 2yr Bwk 31wk T4 wk 2yr
H = al X| O OH X
Flgure56—|—ao4,31—.—o, 748 2 28Ed FO WE 0
2 (@] [e]3 [e]
M= Higt & 20 Crekd

3. Rat Intestinal Acetic Acid and Butyric acid and
Effects of Age, Sex, and High—fat Diet on the Intestinal
Levels in Rats

(Journal of Cancer Prevention, 2019)
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4., Determination of protein phosphorylation by

polyacrylamide gel electrophoresis (Journal of
Microbiology, 2019)
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1. Lac operon Mz & &

(et -0IhIIEsEMEL, 2015 ~ 2018)
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